HOW TO DOWNLOAD DATA FROM BIOFTP SERVER

BEFORE YOU BEGIN:

1. Your username and password should be in the data return email you received from us. Both are case-
sensitive!

2. Mac and Windows Users: Download FileZilla FTP Client at https://filezilla-project.org/

DOWNLOADING DATA:

1. Linux
a. Login to BIOFTP: sftp username@206.207.50.14
b. Enter password when prompted
c. Navigate to project subfolder: cd subfolder
d. Retrieve data: get -r *
2. Mac and Windows

a. Fillin host, username, password, and port as displayed below then click Quickconnect
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Host: 206.207.50.14 Username: username Password: eeeeeecee Port: 22 v
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b. Inthe panels on the left side of the screen, enter the pathname or select the folder into which you
would like to download the data
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Filename Filesize Filetype Last modified

.DS_Store 6,148 File 11/27/2019 11:54...



c. Inthe panels on the right side of the screen, select the directories or files which you would like to
download. You can either drag and drop the files or right-click and choose to download from the pop-

up menu.
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Filename Filesize Filetype Last modified Permissions  Owner/Group
A1_16S_fastq | Ixr-x--- root sftp_u...
A2_16$_q:: [ ¥, Add files to queue xr-x---  root sftp_u...
A3_16S_giime2 [ i T xr-x---  root sftp_u...
B1_WGS_fastq [ L xr-x---  root sftp_u...
B2_WGS_qc ¢ Xr-x---  root sftp_u...
B3_WGS_args [ Create directory xr-x---  root sftp_u...
B4_WGS_taxa [ Create directory and enterit X'---= rootsftp_u...
.DS_Store 8,196 . B root sftp_u...
Create new file
Refresh
Delete
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Copy URL(s) to clipboard
File permissions...

Selected 1 directory.
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